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SEQUENCE LISTING 

(30 GENERAL INFORMATION : 

(i) applicant: kikuchi, KOKICHI 

SATO, NORIYUKI 
SAHARA, HIROMITSU 
YASOJIMA, TAKAHIRO 
WAD A, YOSHIMASA 
SUZUKI , MAN ABU 
HAMURO, JUNJI 

, (in) NUMBER OF SEQUENCES: 4 ""TIDE 

(iv) CORRESPONDENCE ADDRESS: 

A *»-«. SPIV*. „ cclElLMD , ^ , NHjsiioT 

(%' ssri-saA jiffe!,sc "* m '» » E „„ ' 

(D) STATE: VA 

(E) COUNTRY: USA 
m ZIP: 22202 

(v) COMPUTER READABLE FORM: 

A MEDIUM TYPE: Floppy disk 

m «»»» ^rs, v„ sio » „.3o 

(Vi) CURRENT APPLICATION DATA" 

(C) CLASSIFICATION: 
(vii) PRIOR APPLICATION DATA- 

(Vii) reiOB APPLICATION DATA: 

.viii, *™ f «i™ a5 -. 

B REGISTRATION NUMBER: 24 6la 
(C) REFERENCE/DOCKET NUMbM:' "-821-OX 

(ix) TELECOMMUNICATION INFORMATION- 

(A) TELEPHONE: 703-413^000 

(B) TELEFAX: 703-413-2220 
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(2) INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: HUMAN 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 

Tyr Ser Trp Met Asp lie Ser cys Trp lie 
15 10 

(2) INFORMATION FOR SEQ ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 9 amino acids 
x (B) TYPE: amino acid 

/'"■' (c) STRANDEDNESS: single 

V (D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: HUMAN 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

Tyr Ser Trp Met Asp He Ser Cys Trp 
l 5 

(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 8 amino acids 
(3) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: HUMAN 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:3: 

Tyr ser Trp Met Asp He Ser Cys 
1 5 
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H2) INFORMATION FOR SEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS- 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRAND EDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: HUMAN 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4 

Tyr ser Trp Met Asp He Ser 
1 5 
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